Figure 1 



10 30 so 

CGACCCACGCGTCCGCCCACGCGTCCGGAGAACCTTTGCACGCGCACAAACTACGGGGAC 

70 90 110 

GATTTCTGATTGATTTTTGGCGCTTTCGATCCACCCTCCTCCCTTCTCATGGGACTTT^ 

M G L W 

130 150 170 

GGACAAAGCGTCCCGACCGCCTCGAGCGCTCGAGCAGGGCGCTATCCAGGAGCCAGGACA 
GOSVPTASSARAGRYPGAPT 

190 210 230 

GCGTCGGGAACCAGACCATGGCTCCTGGACCCCAAGATCCTTAAGTTCGTCGTCTTCATC 
ASGTRPWLLDP KTLTCFVVFT 

250 270 290 

GTCGCGGTTCTGCTGCCGGTCCGGGTTGACTCTGCCACCATCCCCCGGCAGGACGAAGTT 
VAVLLPV RVDS ATIPRQDEV 

310 330 350 . 

CCCCAGCAGACAGTGGCCCCACAGCAACAGAGGCGCAGCCTCAAGGAGGAGGAGTGTCCA 
PQQTVAPQQQRRSLKEEECP. 

370 390 410 

GCAGGATCTCATAGATCAGAATATACTGGAGCCTGTAACCCGTGCACAGAGGGTGTGGAT 
AGSHRSEYTGACNPCTEGVD 

430 450 470 

TACACCATTGCTTCCAACAATTTGCCTTCTTGCCTGCTATGTACAGTOTGTAAATCAGGT 
YTIAS NNLPSCLLCTVCKSG 

490 510 530 

CAAACAAATAAAAGTTCCTGTACCACGACCAGAGACACCGTGTGTCAGTGTGAAAAAGGA 
QTNKSSCTTTRDTVCQCEKG 

550 570 590 

AGCTTCCAGGATAAAAACTCCCCTGAGATGTGCCGGACGTGTAGAACAGGGTGTCCCAGA 
SFQDKNSPEMCRTCRTGCPR 

610 630 650 

GGGATGGTCAAGGTCAGTAATTGTACGCCCCGGAGTGACATCAAGTGCAAAAATC 
GMVKVSNCTPRSDIKCKNES 

670 690 710 

GCTGCCAGTTCCACTGGGAAAACCCCAGCAGCGGAGGAGACAGTGACCACCATCCTGGGG 
A A S S TGKT PAA EETVTT I LG 

730 750 770 

ATGCTTGCCTCTCCCTATCACTACCTTATCATCATAGTGGTTTTAGTCATCATTTTAGCT 
MLASPYHY L T T TV VLVT T IiA 

790 * " 810 " 830 

"GTGGTTGTGGTTGGCTTTTCATGTCGGAAGAAATTCATTT 

V V V V G F SCRKKFISYLKGIC 

850 „ .. 870 „ . .. . 890 

TCAGGTGGTGGAGGAGGTCCCGAACGTGTGCACAGAGTCCTTTTCCGGC 
SGGGGGPER VHRVLFRRRS C 

910 930 950 

CCTTCACGAGTTCCTGGGGCGGAGGACAATGCCCGCAACGAGACCCTGAGTAACAGATAC 
PSRVPGAEDNARNETLSNRY 
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970 990 1010 

TTGCAGCCCACCCAGGTCTCTGAGCAGGAAATCCAAGGTCAGGAGCTGGCAGAGCTAACA 
LQPTQVSEQEIQGQELAELT 
1030 1050 1070 

GGTGTGACTGTAGAGTCGCCAGAGGAGCCACAGCGTCTGCTGGAACAGGCAGAAGCTGAA 
GVTVESPEEPQRLLEQ AEAE 

1090 1110 H30 

GGGTGTCAGAGGAGGAGGCTGCTGGTTCCAGTGAATGA 

GCQRRRLLVPVNDADSADJ5 

1150 1170 1190 

ACCTTGCTGGATGCCTCGGCAACACTGGAAGAAG 

TLLDASATLEEGHA KET1QD 

1210 1230 1250 

CAACTGGTGGGCTCCGAAAAGCTCTTTTATGAAGAAGATC 

QLVGSEKL FYE EDEAGSATS 

1270 1290 1310 

TGCCTGTGAAAGAATCTCTTCAGGAAACCAGAGCTTCCCTCATTTACCTTTTCTCCTACA 
C L * 

1330 1350 1370 

AAGGGAAGCAGCCTGGAAGAAACAGTCCAGTACTTGACCCATGCCCCAACAAACTCTACT 

1390 1410 1430 

ATCCAATATGGGGCAGCTTACCAATGGTCCTAGAACTTTGTTAACGCACTTGGAGTAATT 

1450 1470 1490 

TTTATGAAATACTGCGTGTGATAAGCAAACGGGAGAAATTTATATCAG 

1510 1530 1550 

ATAGTTATACGATTGTGTATTAAGGGTCGTTTTAGGCCACATGCGGTGGCTCATGCCTG 

1570 1590 1610 

AATCCCAGCACTTTGATAGGCTGAGGCAGGTGGATTCCTTTGAGCTCG 

1630 1650 1670 

CAGCCTCATCAACACAGTGAAACTCCATCTCAATTTAAAAAGAAAAAAA 
1690 . 1710 1730 

GATGTCATTCTTTGCAGTTCTTCATCATGAGAC^ 

1750 1770 1790 

CAAGCTCCATCTCTACTGGTGTGTGCATTTAATGACATCTAACTACAGATGCCGCACAGC 

1810 1830 1850 

CACAATGCTTTGCCTTATAGTTTTTTAACTTTAGAACGGGATTATC 

1870 1890 1910 

ATTTTCAGTTTCGGATATTTTTGACTTAATGATGAGATTATCAAGACGTAGCCC 

. 1930 1950 1970 

AAGTCATGAGCATATGGACTTACGAGGGTTCGACTTAGAGTTTTG 

1990 * 2010 2030 

TTATTGGGGCTTACCCCCACCTTAATTAGAGAAACATTTATATTGCTTACTACTGTAGGC 

2050 2070 2090 

TGTACATCTCTTTTCCGATTTTTGTATAATC 

2110 2130 2150 

CACTTATTAGGCTGTTTACATGGGTTGCCTGGATACAAATCAGCAGTCAAAAATGACTAA 

2170 2190 2210 

AAATATAACTAGTGACGGAGGGAGAAATCCTCCCTCTGTGGGAGGCACTTACTGCATTCC 
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2230 2250 . 2270 

AGTTCTCCCTCCTGCGCCCTGAGACTGGACCAGGGTTTGATGGCTGGCAGCTTCTCAAGG 
2290 .2310 2330 

GGCAGCTTGTCTTACTTGTTAATTTTAGAGGTATATAGCCATATTTATTTATAAATAAAT 

2350 2370 2390 

ATTTATTTATTTATCTATAAGTAGATGTTTACATATGCC^ 

2410 2430 2450 ' 

ATCTTTGGGAAGCCATGTGTCTGGTTTGTCGTGCTGGGACAGTCATGGGACT^ 

2470 2490 2S10 

CGACTTGTCCACAGCAGATGAGGACAGTGAGAATTAAGTTAGATCCGAGACTGCGAAGAG 

2530 2550 2570 

CTTCTCTTTCAAGCGCCATTACAGTTGAACG 

2590 2610 2630 

AGGGCAGAGCAGGTGTTTATCTGCCCCGGCATCTGCCATGGCATCAAGAGGGAAGAGTGG 

2650 2670 2690 

ACGGTGCTTGGGAATGGTGTGAAATGGTTGCCGACTCAGGCATGG 

2710 2730 2750 

TTCTGGTGGTCTGTGAACTGAGTCCCTGGGATGCCTTTTAGGGCAGAGATTCCTC 

2770 2790 2810 

CGTTTTAGGGTACAGATTCCCTGTTTGAGGAGCTTGGCCCCTCTGTAAGCATCTGACTC^ 

2830 2850 2870 

TCTCAGAGATATCAATTCTTAAACACTGTGACAACGGGATCTAAAATGGCTGACACATTT 

2890 2910 2930 

GTCCTTGTGTCACGTTCCATTATTTTATTTAAAAACCTCAGTAATC^ 

2950 2970 2990 

CCAGCAAACTCTTCTCCACAGTAGCCCAGTCGTGGTAGGATAAATTACGGATATAGTCAT 

3010 3030 3050 

TCTAGGGGTTTCAGTCTTTTCCATC 

3070 3090 3110 

GGCTGGGACAAAGTTAGAACTGCCTGAAGTTCGCACATTCAGATTGTTGTGTCCATGGAG 

3130 3150 3170 

TTTTAGGAGGGGATGGCCTTTCCGGTCTTCGCACTTCCATCCTCTCCCCACTTCCCATCT 

3190 3210 3230 

GGCGTCCCACACCTTGTCCCCCTGCACTTCTGGATGACCAGGGTGCTGCTGCCTCCTAGT 

3250 3270 3290 

CTTTGCCTTTGCTGGGCCTTCTGTGCAGGAGACTTGGTCTCAAAGCTC 

3310 3330 3350 

TCCGGTCCCAGCTCCTTTGTCCCTTCCTCAGAGGCCTTCCTTGAAGATGCATCTAGACTA 

.3370 3390 3410 

CCAGCCTTATCAGTCTTTAAGCTTATTCCTTTAACATAAGCTTCCTGACAACATGAAATT 

3430 3450 3~470 

GTTGGGGTTTTTTGGCGTTTGTTGATTTGTTTAGGTTTTGCTTTATACCCGGGCCAAATA 

3490 3510 3530 

GCACATAACACCTGGTTATATATGAAATACTCATATGTTTATGACCAAAATAAATATGAA 
3550 

ACCTCAAAAAAAAAAAAAAAAAAAAA 
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Decoration 'Decar&tion U' : Shade (with solid black) residues that latch the ^n**rrm exactly. 
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